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cgc 

tac 

cat 

ecc 

ata 

ttg 

eta 

age 

atg 

974 

260 

Ser 

Leu 

Leu 

Ala 

Gly 

Ser 

Pro 

Arg 

Tyr 

His 

Pro 

He 

Leu 

Leu 

Ser 

Met 


261 




290 





295 





300 




263 

ggc 

tct 

caa 

ata 

ctg 

ctt 

get 

gee 

ata 

ttt 

tct 

gat 

gat 

aaa 

tea 

aat 

1022 

264 

Gly 

Ser 

Gin 

He 

Leu 

Leu 

Ala 

Ala 

He 

Phe 

Ser 

Asp 

Asp 

Lys 

Ser 

Asn 



265 305 310 315 

267 tgc taagctctg 1034 

268 Cys 

272 <210> SEQ ID NO: 4 

273 <211> LENGTH: 319. 

274 <212> TYPE: PRT 

275 <213> ORGANISM: Mus musculus 
277 <400> SEQUENCE: 4 


278 

Met 

Met 

Leu 

Pro 

Leu 

Leu 

He 

Ala 

Leu 

Leu 

Met 

Ala 

Ser 

Lys 

Gly 

Gin 

279 

1 




5 





10 





15 


280 

Ala 

Lys 

Asp 

Gin 

Gin 

Glu 

Ser 

Val 

Leu 

Cys 

Gly 

His 

Arg 

Pro 

Ala 

Phe 

281' 




20 





25 





30 



282 

Pro 

Asn 

Ser 

Ser 

Trp 

Leu 

Pro 

Leu 

Arg 

Glu 

Leu 

Leu 

Glu 

Val 

Gin 

His 

283 



35 





40 





45 




284 

Gly 

Glu 

Phe 

Pro 

Trp 

Gin 

Val 

Ser 

He 

Gin 

Met 

Leu 

Gly 

Lys 

His 

Leu 

285 


50 





55 





60 





286 

Cys 

Gly 

Gly 

Ser 

He 

He 

His 

Arg 

Trp 

Trp 

Val 

Leu 

Thr 

Ala 

Ala 

His 

287 

65 





70 





75 





80 

288 

Cys 

Phe 

Pro 

Arg 

Thr 

Leu 

Leu 

Glu 

Leu 

Val 

Ala 

Val 

Asn 

Val 

Thr 

Val 

289 





85 





90 





95 


290 

Val 

Met 

Gly 

He 

Lys 

Thr 

Phe 

Ser 

Asp 

Thr 

Asn 

Leu 

Glu 

Arg 

Lys 

Gin 

291 




100 





105 





110 



292 

Val 

Gin 

Lys 

He 

He 

Ala 

His 

Arg 

Asp 

Tyr 

Lys 

Pro 

Pro 

Asp 

Leu 

Asp 

293 



115 





120 





125 




294 

Ser 

Asp 

Leu 

Cys 

Leu 

Leu 

Leu 

Leu 

Ala 

Thr 

Pro 

He 

Gin 

Phe 

Asn 

Lys 

295 


130 





135 





140 





296 

Asp 

Lys 

Met 

Pro 

He 

Cys 

Leu 

Pro 

Gin 

Arg 

Glu 

Asn 

Ser 

Trp 

Asp 

Arg 

297 

145 





150 





155 





160 

298 

Cys 

Trp 

Met 

Ser 

Glu 

Trp 

Ala 

Tyr 

Thr 

His 

Gly 

His 

Gly 

Ser 

Ala 

Lys 

299 





165 





170 





175 


300 

Gly 

Ser 

Asn 

Met 

His 

Leu 

Lys 

Lys 

Leu 

Arg 

Val 

Val 

Gin 

He 

Ser 

Trp 

301 




180 





185 





190 



302 

Arg 

Thr 

Cys 

Ala 

Lys 

Arg 

val 

Thr 

Gin 

Leu 

Ser 

Arg 

Asn 

Met 

Leu 

Cys 

303 



195 





200 





205 




304 

Ala 

Trp 

Lys 

Glu 

Val 

Gly 

Thr 

Asn 

Gly 

Lys 

Cys 

Gin 

Gly 

Asp 

Ser 

Gly 

305 


210 





215 





220 





306 

Ala 

Pro 

Met 

Val 

Cys 

Ala 

Asn 

Trp 

Glu 

Thr 

Arg 

Arg 

Leu 

Phe 

Gin 

Val 


Ufee of n and/or Xaa has been detected in the Sequence Listing. 

Re\aew the Sequence Listing to insure a corresponding 
_ \ explanation is presented in the <220> to <223> fields of 
6ach sequence using n or Xaa. 
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VERIFICATION SUMMARY DATE: 01/22/2002 

PATENT APPLICATION: US/09/8 31,180 TIME: 16:24:20 

Input Set : A:\50026.027001.SEQLIST.TXT 
Output Set: N:\CRF3\01182002\I831180.raw 

L:186 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 
L:1237 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:47 
L:1273 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:49 
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